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.1. SET K^-f ? a^f-V&t&f >v<*R«r =>— K-f-5IB58*.fcHt* 

C0^ga^J$r^tfDNA^T^oT, «"*t6sftSEZH2, SUV39H£fcfciEZHI Cl 

2. DN ASH 1 * 5 c DNAtfcS: i Sr«F«fci"*»*©ffiH» 1 £ldB*<0 

2 ^{CffiSgO D NA^o 

4. EZH2£ L-C»5>iX"CV^»*©«5H»3Wc|E«©cbNA. ■ 

5. SUV39H<t L■CftI&^^"CV^5»*©«ffl»3«^CE««>cpNA. 

6. DNA4^*EZH2©SETK^^f^ *fcf±*©«d*T3— 'KI'S****!!' 
rfc«r^fci-a«*©ttH*4qiteB«ODNA» : P. 

7. DNA$H^ 5 SUV39Htf)SEThV-Y^ Ki-*{B#Sr& 
tf r £ 1" Sft*^®!!^ 5 Jf lcf2H£tf> D N A^ a 

8. D N A 5H^EZH2tf)ffitt - Sft* =-KrSwi*r»«i-r6BI 

9. DN A^*SUV39H©«-||Ht*«*JI##r = ^ - ^ 

m *(o&mm 4 jwcbbod n a5H%, 

icgjs $ fitc , it #cd® mm 2 jsmi2*<0 cdn a £^trm&x. d n a^ q 

11. ^o|5HSlO*f£E«ofi*iDNA^RC*SnfcJKS«^«*fc 
12. , |f^O®fflm4«fCfB^(OcDNAcO^(Cj:t9#f>n^, ft*** 

13. »*W|5fflB53»ClE*<DcbNA©jSa^J:t)#bix5, IMU^n 
^ f" ^f§® * >v< ^ WSUV39H SfcliW^^^K 

14. EZH2Oft:#: 0 
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15. SUV39H<Dji#o 

16. m#<D&®% l *fce*©D.N A^©»»E5W^«*ltt«:*i-;S T v^ir 

20. SET Kt* -f SfettrOiW^^lt^W-^a^fftS 

22. SET K^^T^ *fcf4*©*«**^-^a^«r#t"**S*«>^ ,:i ^*' i/ 
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fi#©«tttta»fttt. ©*Mfi»«fcHi-S Self «OiE»4WtH/»* 

h^^o^g VRt5SfRtt«rUtf Lff«f«i: LT V ^5 (Solomon fe, 19 
91;Pardue, 1991) e «^l&*^it**ilfcJfe6*PF« £tt«rt>fc * 
Att*ft:W»lc:$nT^ft^ofc*^ r<*ML SW^rn^ ^fig^m (R 
enauldb, 1993 ;BuckX.tf Shore, 1995;Allshireb, 1994) T-fe^oT, v's 
3 r>^3ijgtp<DS5A 19 S^g^)JI(PEV) (Reuter&tfSpierer, 1992) LT„ 
t hejfafifcfctta F7^n^>3 (Solomon £>, 1991;Clear 

y, 1991)l;iS5ftoj&><D3l»S#, Jffip|fl5Sixfe(deregulated)it«[l-li4-i'* 

iC x SIR4-^ V/<^^CD^ffi/<— v^a V<7)i^PJ^^(overexpression)^^ 
SOfiVvf^STfefcej^rt^^ofcttennedyfe, 1995) G SIR* 

^^lEsae^m^^x p p< r t*3 rj ^ o^fig ic^-r sot?, & 

fJ385l $ tLfcSIR4tt rftk GO^Sf * n t * U ftftft W« $ 

Mffi £ tufc^ n ^ Tfi £ <Dft%.<Dm& t — 9rT 5 (Counter £> , 1992) 0 

ae^S^^I^SL^(ReuterSU t Spierer, 1992) 0 rtlb^Sfif ©»o^ 

^v^n (modulo) (Garzinob, 1992)Xt5*y y* (SmouseX 

tfPerrimon, 1990) a l?/<^JS©JttIiffl*tbfcttli!a»»i* 

— SfS^cD^n^VW^OT^^--*— ^ ' y y yfMtci thorax)* 
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<on^<nm^wm^m^wM.^x^tz.. ztib<n*px\ * h hrx/all- 

1 (trx-^/W i 7 p ) ^h7^o > 3 Vic J: !9 R* 6jfcfPfS§4K:§i-£ 
1-SrtdS^$tL(Tkachukb, 1992;GuP>, 1992), £fc^?*bmi (Pc-^A— 7" 
) Oi§fiJ^d5^V^Mo^*t>^:b-rr ^S^SftT^fcCHauptb, 1991;B 
runlet, 1991;Alkemae>,- 1995) 0 Sfcifeft* V/^ KO«iB(CBB-f ^^T/Kt, * 

Locked, 1988) 0 - S^(7)^(D-O<0i§PJ^tC J: 15 <DTO<Z>S/:7 
h ttKlE!fe^«tt««Xt/»jtifefe1f ttffl*^*f U Lfc (Buck&tfSho 

re, 1995 ; Reuter&tfSpierer, 1992 ; Eissenberge?, 1992) G r(Offl*J!!l*W:0f 

5ttl20(O»^ae^dS|B«SiX"CV^fc(ReuterXt«pierer, 1992) 0 *iS. # A 

iDHSSftfcOones&l^lbart, 1993) c r ©a/ktf *S'*W±*fc5' 

3 ?v>3 57^JS*£>^ .n^.Vi>*©«tt*^Uyf— tfcSSu (var)3-9tC 
«#£jh/£(Tschiersche>, 1994) c 

"SET" tWStlSCO^^^KK^^^.ffschierschfc, 1994) 

5-S:^•rstv^5M^S^6BB*&bfco JEUU HRX/ALL-lttgiJicLT 
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ft 



ft*.. . 

V^d>f>->3 !>v>3 ^/<^Jg<pSETK^-f ^a^^ffil^Ofc FcDNA^iS 
<D(£ffiffi$^fco E(z)XtfSu(var)Hbk h^MMt^ 2i^c DNA^ 

?ij£^rf£ d £ fc"f SET -< vSr^Ti" 5 ^ n-^f 1 I/BBSS* H 

fe=i-Ki-5E5«, SfctttoW^EWi^tfDNA^IcBBi-S. #*W<*>D 

*«Woag^ttEZH2XtteUV39Ht#Six5. ^rix&ttftlOK: "HEZ-2" 

mtDmmzxkti. *&wt±zfrb<Dm&*\z&%i-z> cdna 

H&mtm 8 * I-EZH2 1 \m. LT^ £ ftSo 

fi^$nfcSEThV<^OE?dif«3&»e)WttLT. fc hBSi]IS4#£ttcDNA7 
^^7!;—^. fcTZhlZ* hV yVzzl'i'— <6htlC, E(zXfttfSu(var)3-9<0 

V^^tlfCo 500, 000^7 — ^ d»6>, 40tf>— — ^■RShfc, 

— ^V^OSlJ(7)2 7^^K^^x 31S077— ^^KjEECzJEJlSr 3 — K.U 5 

7r-^^Su(var)3-9W^SETK^^^^tpyn-^^/>-f y K* 
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y 7 _ ? M y v * ? -vmm&fo (poo ic x *) ittg <* ti, mm-? y 
* v^»tm#eM8wefc± 9 £ ^ c dna^ v*- 



E (z) (D t h ftftft £ ^ - K-f 5 ^ c D N A 2*EZH2 1 W $ *K Su (var ) 3-9 tf> t 
MlKfls:*3-Ki-SDNA^SUV39Ht^$^o v^3!?^3^1 

£9. SUV39HiCoV^43%(?5ft^fcf3 v — C5R*BETK^^ 

Jc«#$tt5 (EZH2iCOV^T88% ; eL : CSUV39H^O^T53%) 0 EJOJtlfctttlEl 

V39H*<D^n*— sl?y^^(Chromo-Box)Sr^Lfc ^^^t^ ^n^-tf 

flit ;Messnier^, 1992) 0 ttHSttlil, ^H^a^xI^^g^T^ 

(Hl{lEZH2ir^^ h(zeste)Oi/3 2^3 ^/^Ix^yf-(E(z))(Df|0 
y ^ * ) XtfCy sfcS tffll* (Cysa^SMB * tlX V ^ ) tf> T $ 7 Rtf** $ 
B2ttt hra«|ft«UV39H^>3 5^^3 Vs^mSu(var)3-9<Dm<DT x 
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■cr4ft<4ofc. 



ttS»*iXfc t hSUV39H-cDNA&tfSu(var)3-9tf> c DNAtaStS - t K«t 9 
fitBL#£ 0 3E^-MM4fcL"C*lb*iT^5»J©cDNAdS|2«*iX (KT* 

UV39HCDfc FcDNAWil:, ftB«e^«**fc^^^"C*IB* *l(Suv39h;£* 

:/9 y -jft» e>*S8 S Jifc * n —XDtt t ttZti b <D 3 ' »&EJ!**t-1"S 
tf>EZH2 f: EZHl©ffi»3&Sg| 8 C^^So £ ^EZHICOSET 4 VttEZH2 8 

44—2330^ e>QEZH2cDNA60^^ KE?'J* 5 ' *7y4 S/^WttftlFFII 

Sr***i-CV^aiW£ttft»±=i K^S^f. EZHlX*ft©cDNA^ffl4>E?0*r 

)^*tb5o *Offi«TIBft^lk:bfcor, B52ttEZHllC97%H— CfcO, d»oEZ 
H2fc72%m— -efc*£fc#fc>J&»ofco EZHlfcEZH2i:©EMtt;«fltWJ:t h&tf^ 



*5^T. 271* ^U*^K*r*1- 5§P^cDNAE?'J^*»^^ B52 <b LT*D 
h v £;ftttSET K*>f ^©je«**#«r = - Kb, *tb^fc Mfc6#17q21lC-7 y 
tr^Sftfc (Friedman fe, 1994) 0 *»88©$5Hrt"C, B52tt#*W<0EZHl-cDNA 

— cDNA(2,800>C^U^K;MG-44)^b hftfi{*Xpll (Geraghty^, 

1993) ^^fB$tt, ^©«*tt^Xt/»R<oflffio«tt«*K:d^9^< 
-f £ 0 ^OcDNAl«c^^OSUV39H-cI»IA^98%^ll— 

^MHJl^ U — A s >7 b*«aE*Sr*r«©-e, #3^0SUV39H-cDNA£ffi 
ffl L TSu (var) 3-9 <h MG-44 H gi^ £ W & A^-f 5 r t £ r «rtB I- ft o fc 

o 

RfcEfcShfcEMWtfflfcL'C, ^r-v/^^EW^-^^tt**:* SET 
tbfcfc h^fr> HRX/ALL-1 (Tkachuk<b, 1992;Gu£>, 1992) SrEftU -£L"C 

^fct hismaa^ffi^+^ft-r^Gga^ LT&e>*t-c^s**n<&»i6 

<Dae^(Milner&TKainpbell, 1993)£f2^U SHlC^tcS*^* 3 ^ KISSM 
^b¥il^ixfc*^^Oc DNA (KG-1) (Nomura^, 1994) £rfS^1~ £<> G9a& 
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mfc+X+hZAK KG-lftSET 4 s*TX J *g^-7&^/>!l?^V*S^ 



4i«b^itti5^ *<7>£-ca>a?{t:assET K>*f (hrx/al 

L-K EZH1/B52. SUV39H/MG-44&tfKG-l) Q 3Efc* ZocO^iC, h7^^n<5r- 
y ^ Ztltc (HRX/ALL-1 , EZH1/B52&tf SUV39H/MG-44) D H 3 t h SET K ^ 
;fc/0>£SETK^ Vite^fte^fc^o Htt, £9:btt. S^cDNA^ 
3 U<0&&* (HRX/ALL-1 s EZH1/B52&tf SUV39H/MG-44) £^*r* » * fbfc 5 SOS 

Hl/B520SETK^-f ^SrSEftfS. h««**»MG4 
4*0* n*- v&tfSET K*>f v«:*»rt-S. *£i*#AfttG-l©SEr K 

*l£ 0 HRX/ALL-IT-IS, ^ ^ h 7 X* 7 * ?~ t? 4 ©ttWtt©««#»IMt* 

SET* V/^ f77^ -©*?UB3tfi3-"C**HRX/ALL-li» h7^o^ 
^ >'^&Jk^^4^iStTV^fc<bV^5^(Tkachukb, 1992;Gu£>, 1992) tt 
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11 4 teSET Ky -< V* R<0ii{btt{ft#£^-f o * >f * 3 * h 

^ t^Otfasta^n ^ 5 *«H£ffl LT. SET -iT V lC#-rSftRtt«r 

ftftftftw****-. **«r ^ y v*sssset Ky v* s n 

tl s Su (var) 3-9* ©GIT*** f — 7 # 91 6 V #©#y*;*K:J:0»3;IV 
* fc Su (var) 3-9&UTO-90 * P K y >f 5 t, $ (D*—?^?* * 

. giJCDSerl;iStr««(C26E6. 10*OS)RlfGlulC» tp««(G9a+©E)*fettr ^ 

tf- MG9a4»<DANK)aS3SP£ft5o YHR119(^-^^^SSS*U0005 
9) &OT26E. 10 ( v>- V * £S#-^U13875) tt«t&_L©*Mtft5£ Sr b ft V 

H 5 I2SET Ky :/*<£> T S / 8oB©-S*r»t. B 4 fca* £ frfc3l^tf>S 
;/7A£ffifflLTES£*ifco KG-lSEThV-<^S:ittt-r5fc*^, SET V^^O 

"**H©ttHrt-eje» bhfc»Wc*v^r, set Ky -y ^Sr#r satfi^tttt 
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So- % 



^p^^^^cdnas^ &m<o 

-r^^cDNA^EZHl (Ezhl) &USUV39H (Suv39h) frbWte£tl1t 0 jE*ft-e 

(Sambrook, J. . Fritsch, E. F. ^Wlaniatis, T. , 1989, Cold Spring Harbor L-ab 
oratory Press) fc!B«£*tfcJ: 5 £RN A»SS:jH^i-5fc«)^tr©*fe, #J 

SETKy^VtfWSJ^^SASrStfSftftSrW^Sfc*^^ SET^HttDNA 
(SSCP ; Gibbons <b, 1995) . 

;FriedmanP>, 1994), »K# (SUV39H; Geraghty , 1993)&tf fijfoJf-e&So 
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©KlflWfl * ixSftWttSUI^Jci^r-fe 0 , *fcB8ii^ = a7/u(Sainbrook, J. > 
Fritsch, E/F. &tFManiatis, T. , 1989, Cold Spring Harbor Laboratory Press) 

rJLT, *36Mfi, S'JO»aiC*3V>T. EZH2, SUy39H*fcttEZHlSr=«- Kf 



•T 5 ^ # fcfctf S««J * titcfrA\cm-t 3 »»*-5TffittriS** £ * ft, *&« 

SET >T v©«IB*!EJ!:»|ffi-5©ic?iJffl-C# 5W*^, . 09*. tf, t >EZH2 
^^«SUV39HSr=- KU i^o^h-T' (*ft(f M1rZtii#m mx~Z *) * 
{ix.TV^S c D N A^r in vitro .R.t^l&^^^'C^^.'f"^ - 4 l^<£ 9 frfrftSo 3 
^^^t 8 h-y#mttS*iCj:5^SttKmiC, EZH2Xt«UV39H^in vitro"?!! 

*fca^ft^fi8dSEZH2Xt5/*fc«:SUV39H 

X*foZZk&Z(Di&<Dm%h(deCamimsb, 1992;Rastelli b, 1993;0rland& 
tfParo, 1993) KfcM^SftT V*fc 0 #3&930>SET -< ^afi^fljffl RT 

*S"5rffi-e*5o ■HHRIC, SET K*>f ^GAGAH^ (Adams fe t 1992) tf>^ 
n ^ V U ¥ 1/ - * - <D T * J % «BTB K * V t R « © » *J«te*^Tl-* r 
fct»3&*-5rfc*priBT?fc6ft aitf h->Tfc«*.fcEZH2XOfiSUV39H^ 
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60 

tol,>t*»©«»S:#i5. a «HBCD«# w #fffcoV*T\ fc hEZH2&tfSUV3 
9HO^cDNAEMJfct/Kir*L6>©*«*JP<--^3^ EZH1/B52& 

£ D S (DlZftftX'h S:^V7^ tlT V ^fc (Alkema h , 1995) 0 

rftfeOin vivoS<0&*£ L"t\ EZH2&tfSUV39HOStt#^L^3 0 -ft 
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tffflO#ifc<Z>«Rj&S, «X.tf, Mitani&tfCaskey, 1993 ; Jolly, 1994;Vi 
leXtKRussel, 1994 ; Tepper&tfMule, 1994 ; Zatloukal b, 1993 ; W093/07283 

, wo92/i3092jc:ia*$"nfc*i5fe*ttffiL-c. cvffi&t (om&u^m^mi^ 

g&mffi £ tlfzmM<Dtt\ffl «:* fcEZH2>? >v<* J2SUV39H* y/^g^fl s 

^SftlCltfMBM&So wOJ: 5*fitfrf^E*P^*S^«fct), «*fJ, Malavsi& 
tMlbertini, 1992^/c^Rhein, 1993(£.£ 9 12ic £ ftfc <fc 0 iCLTM^^tt^o 

So 

HIl :EZH2tE(z)^>Bor^/iMB?«WW:tt 
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[U2-: SUV39H ^Su(var) 3-9(0^1 CO / ^&^J<£>ittfc • 

ill 4 : SET V^^IIOitflsW»# 

m 5 : SET K> 4^0>T \ / 
• H6 : EZH20>DNA£tfT$ >UEJO 
- 0 7 : SUVSBH^DNA^l/r ? / ^K^J 

H8: t hEZffiAU^EZHl^cDNAOBOflS^E^J^Jttt" 



a) cDNA7>f^7 3— ©«» 

Bardwell&lfTreisman, 1994t£± 9 E«$ftfc£ 5 * t FB»IS»SttcDN 
A9-f799-fc* ^3 (A) + -RNA£fc fBJA-BjMS /^<b¥$tU ^rixSr^y (dT) x 

m$& \Stz Q BBJl 5 ' AATTCTCGAGCTCGTCGACA(7)EcoRir OSMlD^tC, cDN 

A^ry ^-7r — ^gtlOWEcoRmffiJcofti^o 9^:/? y -©itacatf 

if«S:E.coli ceoOf-CtTofc. 

b) DNA^n-^l8 

E(z)RO$u(var)3-9©«#SET K*>r ^Sr3-K*T5^3 ^*DN 
A-^o— * 9-^*«SJ£(PCR)lC<t t>4^**tbfc'>3 ?i^3 
ga^JQones^OTelbart, 1993;Tschiersch^, 1994) |d£v*-CMH bfc Q ^ 
v>3 yJ — (Drosophila melanogaster) DN A (^nyf^) 

1 m g^2i^7^-7-E(z) 1910(5* ACTGMnCGGCTGGGGCATCTTTCTTAAGG) 
£(2)2280(5* ACTCTAGACMTTTCCATTTCACGCTCTATG) £ £ t> lCPCRJS<«S (9<FCX*30® 
, 55tI30#£m2t;r30#W35*>f iCiWfco Su(var)3-9^|Bi"6ffiSi- 

■£SETK*>f ^n-^Sr, I^IM -^A*ft*r«ffl UC* ^7 ^T-suvar. up (5 
1 ATATAGTACTTCAAGTCCATTCAAAAGAGG) Xtfsuvar. dn(5* CCAGGTACCGITGGTGCTGTTT 
AAGACCG)cOM^V N r7 P 7^^ KDNA (Tschiersch h , 1994; ^ n-^M4) lOng 
*>fei|MBLfc. WfehfcSETK^^VDNA^^^^hfcy/WMfMU 
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5 x io 5 y7-^f&¥&(pfu) &e. coii c6oo<zv^r y rs±tt©**» 0 

OmM©MgS0 4 *0. 5<O3t*46«0D 6OO "C»JB Lfc) 5ml <h fc.fcfc3rb-C15£|SH 
zr-<— hU Ol 3^(200 mm x 200 nm)^»£ftfcLBmfc&A bfc 0 37^-C 



aCl, 0.5M© hy* P H8+T* 5 ^4**0 Lfc G ftV*-CK£3xSSC* "C»¥< 

^<T— f"«*jK(l%0>BSA, lmMOEDTAXVO. 5M©NaHP0 4 , pH7. 2)30ml c f 3 ~C30#[§J 
{CfcfcoTSO'C-e^^-Y *^>f -fef— v'a ft^T*(E(z)-SET&t£Su(var) 
3-9-SET)0^lt^f$bfcDNA7 P n-^1^2 x 10 6 cpm £85*11 Lfc, ^©D 
NA7 P n-^$:l/v ? 7 P 7-r^(RediPrime)^r^ h (7^^>tA) £ffi/ILT7 
V^A^^-T ^^^t-J:0li^Ufc o A^^U^^a ^Sr50t:-C-«ffo. 
fc 0 ^^!)^^3>««fe»4^ 7-f^-4rJBBBa«T?2xSSC 
, l%(DSDS^-eiO©H*?f U ftV^T?50 < CT?10»raft}^Ufc« *T*9 

-Zjg©CHCl 3 £^tJ\ S«fr$(H 2 
0 1 y y hA4». NaCl 5.8g, MgS0 4 -H 2 O 2 g> 50mltf> h y *pH7. 5. 5ml© 2 %© 

»Z5^^K"e^^-bSfc*)20'-100(O^ , 9-^) £r#5fc£>l;: x 

d)E?U#*r . 
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X h -T^'K- 7T*9 n "tfasta" * y h !7— tf*£H£/B LTffi 
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daw*] 

(2) E^JS-t : 1 ©ffrfg : 
(i)ffi*J©#ft: 

(A) g£ : 2600 £g*f 

(D) h#ns>- 

: CDNA to mRNA 
(iiO-'W#-br--f No 
(iv)T>^-t>X : No 
(vi)jB«i : 

(A) m& :th . 
(G) ffiSaoSS: B-cell 
(ix)#& : 

(A) fcffc/*- :5'UTR 

(B) TOffitt :1.. 89 

(A) : CDS 

(B) #£ftg:90..2330 

(A) £ffc/*- : 3'UTR 
CB) 2331.. 2600 

AGGCAGTGCA GCCCCGGCGG CGGCGGCGGC GGCGCGCGGG GGCGACGCGC GGGAACAACG 60 

CGAGTCGGCG CGCGGGACGA AGAATAATC ATG GGC CAG ACT GGG AAG AAA TCT 113 

Met Gly Gin Thr Gly Lys Lys Ser 

1 5 
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GAG AAG GGA CCA GTT TGT TGG CGG 
Glu Lys Gly Pro Val Cys Trp Arg 
10 15 



AAG CGT GTA AAA TCA GAG TAC ATG 
Lys Arg Val Lys Ser Glu Tyr Met 
20 



161 



CCA CTG AGA CAG CTC AAG AGG TTC AGA CGA GCT GAT GAA GTA AAG AGT 
Arg Leu Arg Gin Leu Lys Arg Phe Arg Arg Ala Asp Glu Val Lys Ser 
25 30 35 40 



209 



ATG TTT AGT TCC AAT CGT CAG AAA ATT TTG GAA AGA ACG GAA ATC TTA 
Met Phe Ser Ser Asn Arg Gin Lys lie Leu Glu Arg Thr Glu He Leu 
45 50 55 



257 



AAC CAA GAA TGG AAA CAG CGA AGG ATA CAG CCT GTG CAC ATC CTG ACT 
Asn Gin Glu Trp Lys Gin Arg Arg lie Gin Pro Val His lie Leu Thr 
60 65 70 



305 



TCT GTG AGC TCA TTG CGC GGG ACT AGG GAG TGT TCG GTG ACC AGT GAC 
Ser Val Ser Ser Leu Arg Gly Thr Arg Glu Cys Ser Val Thr Ser Asp 
75 80 85 



353 



TTG GAT TTT CCA ACA CAA GTC ATC CCA TTA AAG ACT CTG AAT GCA GTT 
Leu Asp Phe Pro Thr Gin Val He Pro Leu Lys Thr Leu Asn Ala Val 
90 95 100 



401 



GCT TCA GTA CCC ATA ATG TAT TCT TGG TCT CCC CTA CAG CAG AAT TTT 
Ala Ser Val Pro He Met Tyr Ser Trp Ser Pro Leu Gin Gin Asn Phe 
105 110 H5 120 



449 



ATG GTG GAA GAT GAA ACT GTT TTA CAT AAC ATT CCT TAT ATG GGA GAT 



497 
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Met Val Glu Asp Glu Thr Val Leu His Asn lie Pro Tyr Met Gly Asp 
125 130 135 



GAA GTT TTA GAT CAG GAT GGT ACT TTC ATT GAA GAA CTA ATA AAA AAT 
Glu Val Leu Asp Gin Asp Gly Thr Phe He Glu. Glu Leu He Lys Asn 
140 145 150 



545 



TAT GAT GGG AAA GTA CAC GGG GAT AGA GAA TGT GGG TTT ATA AAT GAT 
Tyr Asp Gly Lys Val His Gly Asp Arg Glu Cys Gly Phe He Asn Asp 
155 160 165 



593 



GAA ATT TTT GTG GAG TTG GTG AAT GCC CTT GGT CAA TAT AAT GAT GAT 
Glu lie Phe Val Glu Leu Val Asn Ala Leu Gly Gin Tyr Asn Asp Asp 
170 175 180 



641 



GAC GAT GAT GAT GAT GGA GAC GAT CCT GAA GAA AGA GAA GAA AAG CAG 
Asp Asp Asp Asp Asp Gly Asp. Asp Pro Glu Glu Arg Glu Glu Lys Gin 
185 190 195 200 



689 



AAA GAT CTG GAG GAT CAC CGA GAT GAT AAA GAA AGC CGC CCA CCT CGG 
Lys Asp Leu Glu Asp His Arg Asp Asp Lys Glu Ser Arg Pro Pro Arg 
205 210 215 



737 



AAA TTT CCT TCT GAT AAA ATT TTT GAA GCC ATT TCC TCA ATG TTT CCA 
Lys Phe Pro Ser Asp Lys lie Phe Glu Ala He Ser Ser Met Phe Pro 

220 225 230 



785 



GAT AAG GGC ACA GCA GAA GAA CTA AAG GAA AAA TAT AAA GAA CTC ACC 
Asp Lys Gly Thr Ala Glu Glu Leu Lys Glu Lys Tyr Lys Glu Leu Thr 



833 
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235 



240 



245 



GAA CAG CAG CTC CCA GGC GCA CTT CCT CCT GAA TGT ACC CCC AAC ATA 
Glu Gin Gin Leu Pro Gly Ala Leu Pro Pro Glu Cys Thr Pro Asn He 
250 255 260 



881 



GAT GGA CCA AAT GCT AAA TCT GTT CAG AGA GAG CAA AGC TTA CAC TCC 
Asp Gly Pro Asn Ala Lys Ser Val Gin Arg Glu Gin Ser Leu His Ser 
265 270 275 280 



929 



TTT CAT ACG CTT TTC TGT AGG CGA TGT TTT AAA TAT GAC TGC TTC CTA 
Phe His Thr Leu Phe Cys Arg Arg Cys Phe Lys Tyr Asp Cys Phe Leu 
285 290 295 



977 



CAT CCT TTT CAT GCA ACA CCC AAC ACT TAT AAG CGG AAG AAC ACA GAA 
His Pro Phe His Ala Thr Pro Asn Thr Tyr Lys Arg Lys Asn Thr Glu 
300 305 310 



1025 



ACA GCT CTA GAC AAC AAA CCT TGT GGA CCA CAG TGT TAC CAG CAT TTG 
Thr Ala Leu Asp Asn Lys Pro Cys Gly Pro Gin Cys Tyr Gin His Leu 
315 320 325 



1073 



GAG GGA GCA AAG GAG TTT GCT GCT GCT CTC ACC GCT GAG CGG ATA AAG 
Glu Gly Ala Lys Glu Phe Ala Ala Ala Leu Thr Ala Glu Arg lie Lys 
330 335 340 



1121 



ACC CCA CCA AAA CGT CCA GGA GGC CGC AGA AGA GGA CGG CTT CCC AAT 
Thr Pro Pro Lys Arg Pro Gly Gly Arg Arg Arg Gly Arg Leu Pro Asn 
345 350 355 360 



1169 
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MC ACT AGC AGG CCC AGC ACC CCC ACC ATT AAT GTG CTG GAA TCA AAG 
Asn Ser Ser Arg Pro Ser Thr Pro Thr He Aso Val Leu Clu Ser Lys 

365 370 . 375. 



1217 



GAT ACA GAC AGT GAT AGG GAA GCA GGG ACT GAA ACG GGG GGA GAG AAC 
Asp Thr Asp Ser Asp Arg Glu Ala Gly Thr Glu Thr Gly Gly Glu Asn 
380 385 390 



1265 



AAT GAT AAA GAA GAA GAA GAG AAG AAA GAT GAA ACT TCG AGC TCC TCT 
Asn Asp Lys Glu Glu Glu Glu Lys Lys Asp Glu Thr Ser Ser Ser Ser 
395 400 405 



1313 



GAA GCA AAT TCT CGG TGT CAA ACA CCA ATA AAG ATG AAG CCA AAT ATT 
Glu Ala Asn Ser Arg Cys Gin Thr Pro He Lys Met Lys Pro Asn He 
410 415 420 



1361 



GAA CCT CCT GAG AAT GTG GAG TGG AGT GGT GCT GAA GCC TCA ATG TTT 
Glu Pro Pro Glu Asn Val Glu Trp Ser Gly Ala Glu Ala Ser Met Phe 
425 430 435 440 



1409 



AGA GTC CTC ATT GGC ACT TAC TAT GAC AAT TTC TGT GCC ATT GCT AGG 
Arg Val Leu He Gly Thr Tyr Tyr Asp Asn Phe Cys Ala He Ala Arg 
445 450 455 



1457 



TTA ATT GGG ACC AAA ACA TGT AGA CAG GTG TAT GAG TTT AGA GTC AAA 
Leu He Gly Thr Lys Thr Cys Arg Gin Val Tyr Glu Phe Arg Val Lys 
460 465 470 



1505 
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GAA TCT AGC ATC ATA GCT CCA GCT CCC Ga GAG GAT GTG GAT ACT CCT 1553 
Glu Ser Ser He lie Ala Pro Ala Pro Ala Glu Asp Val Asp Thr Pro 
475 .480 485 

CCA AGG AAA AAG AAG AGG AAA CAC CGG TTG TGG GCT GCA CAC TGC AGA 1601 
Pro Arg Lys Lys Lys Arg Lys His Arg Leu Trp Ala Ala His Cys Arg 
490 495 500 

AAG ATA CAG CTG AAA AAG GAC GGC TCC TCT AAC CAT. GTT TAC AAC TAT 1649 
Lys He Gin Leu Lys Lys Asp Gly Ser Ser Asn His Val Tyr Asn Tyr 
505 510 515 520 

CAA CCC TGT GAT CAT CCA CGG CAG CCT TGT GAC AGT TCG TGC CCT TGT 1697 
Gin Pro Cys Asp His Pro Arg Gin Pro Cys Asp Ser Ser Cys Pro Cys 
525 530 535 

GTG ATA GCA CAA AAT TTT TGT GAA AAG TTT TGT CAA TGT AGT TCA GAG 1745, 
Val He Ala Gin Asn Phe Cys Glu Lys Phe Cys Gin Cys Ser Ser Glu 
540 545 550 

TGT CAA AAC CGC TTT CCG GGA TGC CGC TGC AAA GCA CAG TGC AAC ACC 1793 
Cys Gin Asn Arg Phe Pro Gly Cys Arg Cys Lys Ala Gin Cys Asn Thr 
555 560 565 

AAG CAG TGC CCG TGC TAC CTG GCT GTC CGA GAG TGT GAC CCT GAC CTC 1841 
Lys Gin Cys Pro Cys Tyr Leu Ala Val Arg Glu Cys Asp Pro Asp Leu 
570 575 580 
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TGT. CTT ACT TGT GGA GCC GCT GAC CAT TGG GAC AGT AAA AAT GTG TCC 1889 
Cys Leu Thr Cys Gly Ala Ala Asp His Trp Asp Ser Lys Asn Val. Ser 
585 590 595 600 

TGC AAG AAC TGC AGT ATT CAG CGG'CCC TCC AAA AAG CAT CTA TTG CTG 1937 
Cys Lys Asn Cys Ser lie Gin Arg Gly Ser Lys Lys His Leu Leu Leu 
605 610 615 

GCA CCA TCT GAC GTG GCA GGC TGG GGG ATT TTT ATC AAA GAT CCT GTG 1985 
Ala Pro Ser Asp Val Ala Gly Trp Gly He Phe He Lys Asp Pro Val 
620 625 630 

CAG AAA AAT GAA TTC ATC TCA GAA TAC TGT GGA GAG ATT ATT TCT CAA 2033 
Gin Lys Asn Glu Phe He Ser Glu Tyr Cys Gly Glu lie lie Ser Gin 
635 640 645 

GAT GAA GCT GAC AGA AGA GGG AAA GTG TAT GAT AAA TAC ATG TGC AGC 2081 
Asp Glu Ala Asp Arg Arg Gly Lys Val Tyr Asp Lys Tyr Met Cys Ser 
650 655 660 

TTT CTG TTC AAC TTG AAC AAT GAT TTT GTG GTG GAT GCA ACC CGC AAG 2129 
Phe Leu Phe Asn Leu Asn Asn Asp Phe Val Val Asp Ala Thr Arg Lys 
665 670 675 680 

GGT AAC AAA ATT CGT TTT GCA AAT CAT TCG GTA AAT CCA AAC TGC TAT 2177 
Gly Asn Lys He Arg Phe Ala Asn His Ser Val Asn Pro Asn Cys Tyr 
685 690 695 

GCA AAA GTT ATG ATG GTT AAC GGT GAT CAC AGG ATA GGT ATT TTT GCC 2225 
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Ala Lys Val Met Met Val Asn Gly Asp His Arg He Gly He Phe Ala 
700 705 710 



AAG AGA GCC ATC CAG ACT GGC GAA GAG CTG TTT TTT GAT TAC AGA TAC 2273 
Lys Arg Ala He Gin Thr Gly Glu Glu Leu Phe Phe Asp Tyr Arg Tyr 
715 720 725 

AGC CAG GCT GAT GCC CTG AAG TAT GTC GGC ATC GAA AGA GAA ATG GAA 2321 
Ser Gin Ala Asp Ala Leu Lys Tyr Val Gly He Glu Arg Glu Met Glu 
730 735 740 

ATC CCT TGA CATCTGCTAC CTCCTCCCCC TCCTCTGAAA CAGCTGCCTT 2370 

He Pro * 

745 

AGCTTCAGGA ACCTCGAGTA CTGTGGGCAA TTTAGAAAAA GAACATGCAG TTTGAAATTC 2430 

TGAATTTCCA AAGTACTGTA AGAATAATTT ATAGTAATGA GTTTAAAAAT CAACTTTTTA 2490 

TTGCCTTCTC ACCAGCTGCA AAGTGTTTTG TACCAGTGAA TTTTTGCAAT AATGCAGTAT 2550 

GGTACATTTT TCAACTTTGA ATAAAGAATA CTTGAACTTG TCAAAAAAAA 2600 

(2) MPm^- : 2 omm 

(A) M£ :747 7;;l 

(B) S: TiJWi 

(D) h£ni>- rgOBtt- 
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.(xi)ffi?»J:HE^J#^: 2 : 



Met Gly Gin Thr Gly Lys Lys Ser Glu Lys Gly Pro Val Cys Trp Arg 
1 5 10 15 

Lys Arg Val Lys Ser Glu Tyr Met Arg Leu Arg Gin Leu Lys Arg Phe 
20 25 30 

Arg Arg Ala Asp Glu Val Lys Ser Met Phe Ser Ser Asn Arg Gin Lys 
35 40 45 

lie Leu Glu Arg Thr Glu He Leu Asn Gin Glu Trp Lys Gin Arg Arg 
50 55 60 

He Gin Pro Val His He Leu Thr Ser Val Ser Ser Leu Arg Gly Thr 
65 70 75 80 

Arg Glu Cys Ser Val Thr Ser Asp Leu Asp Phe Pro Thr Gin Val lie 
85 90 95 

Pro Leu Lys Thr Leu Asn Ala Val Ala Ser Val Pro He Met Tyr Ser 
100 105 110 

Trp Ser Pro Leu Gin Gin Asn Phe Met Val Glu Asp Glu Thr Val Leu 
115 120 125 

His Asn He Pro Tyr Met Gly Asp Glu Val Leu Asp Gin Asp Gly Thr 
130 135 140 
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Phe He Glu Glu Leu lie Lys Asn Tyr Asp Gly Lys Val His Gly Asp 
145 150 155 160 



Arg Glu Cys Gly Phe lie Asn Asp Glu He Phe Val Glu Leu Val Asn 
165 170 175 

Ala Leu Gly Gin Tyr Asn Asp Asp Asp Asp Asp Asp Asp Gly Asp Asp 
180 185 190 

Pro Glu Glu Arg Glu Glu Lys Gin Lys Asp Leu Glu Asp His Arg Asp 
195 200 205 

Asp Lys Glu Ser Arg Pro Pro Arg Lys Phe Pro Ser Asp Lys He Phe 
210 215 220 

Glu Ala He Ser Ser Met Phe Pro Asp Lys Gly Thr Ala Glu Glu Leu 

225 230 235 . 240 

Lys Glu Lys Tyr Lys Glu Leu Thr Glu Gin Gin Leu Pro Gly Ala Leu 

245 250 255 

Pro Pro Glu Cys Thr Pro Asn He Asp Gly Pro Asn Ala Lys Ser Val 
260 265 270 

Gin Arg Glu Gin Ser Leu His Ser Phe His Thr Leu Phe Cys Arg Arg 

275 280 285 

Cys Phe Lys Tyr Asp Cys Phe Leu His Pro Phe His Ala Thr Pro Asn 
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290 



295 



300 



Thr Tyr Lys Arg Lys Asn Thr Clu Thr Ala Leu Asp Asn Lys Pro Cys 
305 310 315 320 

Gly Pro Gin Cys Tyr Gin His Leu Glu Gly Ala Lys Glu Phe Ala Ala 
325 330 335 

Ala Leu Thr Ala Glu Arg lie Lys Thr Pro Pro Lys Arg Pro Gly Gly 
340 345 350 

Arg Arg Arg Gly Arg Leu Pro Asn Asn Ser Ser Arg Pro Ser Thr Pro 
355 360 365 

Thr He Asn Val Leu Glu Ser Lys Asp Thr Asp Ser Asp Arg Glu Ala 
370 375 380 

Gly Thr Glu Thr Gly Gly Glu Asn Asn Asp Lys Glu Glu Glu Glu Lys 
385 390 395 400 

Lys Asp Glu Thr Ser Ser Ser Ser Glu Ala Asn Ser Arg Cys Gin Thr 
405 410 415 

Pro He Lys Met Lys Pro Asn lie Glu Pro Pro Glu Asn Val Glu Trp 
420 425 430 

Ser Gly Ala Glu Ala Ser Met Phe Arg Val fceu lie Gly Thr Tyr Tyr 
435 440 445 
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Asp Asn Phe Cys Ala He Ala Arg Leu He Gly Thr Lys Thr Cys Arg 
450 455 450 



Gin Val Tyr Glu Phe Arg Val Lys Glu Ser Ser He He Ala Pro Ala 
465 470 475 480 

Pro Ala Glu Asp Val Asp Thr Pro Pro Arg Lys Lys Lys Arg Lys His 
485 490 495 

Arg Leu Trp Ala Ala His Cys Arg Lys He Gin Leu Lys Lys Asp Gly 
500 505 510 

Ser Ser Asn His Val Tyr Asn Tyr Gin Pro Cys Asp His Pro Arg Gin 
515 520 525 

Pro Cys Asp Ser Ser Cys Pro Cys Val He Ala Gin Asn Phe Cys Glu 
530 535 540 

Lys Phe Cys Gin Cys Ser Ser Glu Cys Gin Asn Arg Phe Pro Gly Cys 
545 550 555 560 

Arg Cys Lys Ala Gin Cys Asn Thr Lys Gin Cys Pro Cys Tyr Leu Ala 
565 570 575 

Val Arg Glu Cys Asp Pro Asp Leu Cys Leu Thr Cys Gly Ala Ala Asp 
580 585 590 

His Trp Asp Ser Lys Asn Val Ser Cys Lys Asn Cys Ser He Gin Arg 
595 600 605 
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Gly Ser Lys Lys His Leu Leu Leu Ala Pro Ser Asp Val Ala Gly Trp 
610 615 620 



Gly Lie Phe Me Lys Asp Pro Val Gin Lys Asn Glu Phe lie Ser Glu 
625 630 635 640 

Tyr Cys Gly Glu lie He Ser Gin Asp Glu Ala Asp Arg Arg Gly Lys 
645 650 655 

Val Tyr Asp Lys Tyr Met Cys Ser Phe Leu Phe Asn Leu Asn Asn Asp 
660 665 670 

Phe Val Yal Asp Ala Thr Arg Lys Gly Asn Lys He Arg Phe Ala Asn 
675 680 685 

His Ser Val Asn Pro Asn Cys Tyr Ala Lys Val Met Met Val Asn Gly 
690 695 700 

Asp His Arg He Gly lie Phe Ala Lys Arg Ala He Gin Thr Gly Glu 
705 710 715 720 

Glu Leu Phe Phe Asp Tyr Arg Tyr Ser Gin Ala Asp Ala Leu Lys Tyr 

725 730 735 

.Val Gly He Glu Arg Glu Met Glu He Pro * 
740 745 
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<2)-EW#4-: 3©tiH8: 

(A) H:$ : 2732 

(B) M: ly^rf- K 
(0 & : -*tt 

(D) h#ay- 

CiOttVWM : cDNA to bRNA 

(iii)/W#-t?:r-<#;U: No 
(iv)7V^Hr>X : No 

(A) : t h 

Co mukomm B-ceii 

(A) : 5*UTR 

CB) #&{fcB:1..44 

(A) : CDS 

(B) #£&@:45..1283 

(A) : 3'UTR 

(B) #&ftg: 1284.. 2732 
'(xi)EW : E?IJ» : 3 ': ■ 

TCGCGAGGCC GGCTAGGCCC GAATGTCGTT AGCCGTGGGG AAAG ATG GCG GAA AAT 

Met Ala Glu Asn 
750 



TTA AAA GGC TGC AGC GTG TGT TGC AAG TCT TCT TGG AAT CAG CTG CAG 
Leu Lys Gly Cys Ser Val Cys Cys Lys Ser Ser Trp Asn Gin Leu Gin 



755 



760 



765 



GAC CTG TGC CGC CTG GCC AAG CTC TCC TGC CCT GCC CTC GGT ATC TCT 
Asp Leu Cys Arg Leu Ala Lys Leu Ser Cys Pro Ala Leu Gly lie Ser 
770 775 780 



152 



AAG AGG AAC CTC TAT GAC TTT GAA GTC GAG TAC CTG TGC GAT TAC AAG 
Lys Arg Asn Leu Tyr Asp Phe Glu Val Glu Tyr Leu Cys Asp Tyr Lys 
785 790 795 



200 



AAG ATC CGC GAA CAG GAA TAT TAC CTG GTG AAA TGG CGT GGA TAT CCA 
Lys lie Arg Glu Gin Glu Tyr Tyr Leu Val Lys Trp Arg Gly Tyr Pro 
800 805 810 815 



248 



GAC TCA GAG AGC ACC TGG GAG CCA CGG CAG AAT CTC AAG TGT GTG CGT 296 
Asp Ser Glu Ser Thr Trp Glu Pro Arg Gin Asn Leu Lys Cys Val Arg 
820 825 830 

ATC CTC AAG CAG TTC CAC AAG GAC TTA GAA AGG GAG CTG CTC CGG CGG 344 
He Leu Lys Gin Phe His Lys Asp Leu Glu Arg Glu Leu Leu Arg Arg 
835 840 845 



CAC CAC CGG TCA AAG ACC CCC CGG CAC CTG GAC CCA AGC TTG GCC AAC 392 
His His Arg Ser Lys Thr Pro Arg His Leu Asp Pro Ser Leu Ala Asn 
850 855 860 

TAC CTG GTG CAG AAG GCC AAG CAG AGG CGG eCG CTC CGT CGC TGG GAG 440 
Tyr Leu Yal Gin Lys Ala Lys Gin Arg Arg Ala Leu Arg Arg Trp Glu 
865 870 875 
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CAG GAG CTC AAT GCC AAG CGC AGC CAT CTG GGA CGC ATC ACT GTA GAG 488 
Gin Glu Leu Asn Ala Lys Arg Ser His Leu Gly Arg He Thr Val Glu 
880 885 890 895 

AAT GAG GTG GAC CTG GAC GGC CCT CCG CGG GCC TTC GTG TAC ATC AAT 536 
Asn Glu Val Asp Leu Asp Gly Pro Pro Arg Ala Phe Val Tyr lie Asn 
900 905 910 

GAG TAC CGT GTT GGT GAG GGC ATC ACC CTC AAC CAG GTG GCT GTG GGC 584 
Glu Tyr Arg Val Gly Glu Gly lie Thr Leu Asn Gin Val Ala Val Gly 
915 920 925 

TGC GAG TGC CAG GAC TGT CTG TGG GCA CCC ACT GGA GGC TGC TGC CCG 632 
Cys Glu Cys Gin Asp Cys Leu Trp Ala Pro Thr Gly Gly Cys Cys Pro 
930 935 940 

GGG GCG TCA CTG CAC AAG TTT GCC TAC AAT GAC CAG GGC CAG GTG CGG 680 
Gly Ala Ser Leu His Lys Phe Ala Tyr Asn Asp Gin Gly Gin Val Arg 
945 950 955 

CTT CGA GCC GGG CTG CCC ATC TAC GAG TGC AAC TCC CGC TGC CGC TGC 728 
Leu Arg Ala Gly Leu Pro He Tyr Glu Cys Asn Ser Arg Cys Arg Cys 
960 965 970 975 

GGC TAT GAC TGC CCA AAT CGT GTG GTA CAG AAG GGT ATC CGA TAT GAC 7?6 
Gly Tyr Asp Cys Pro Asn Arg Val Val Gin Cys Gly He Arg Tyr Asp 
980 985 ; 990 
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CTC TCC ATC TTC CGG.ACG GAT GAT GGG CGT GGC TGG GGC GTC CGC ACC 824 
Leu Cys He Phe Arg Thr Asp Asp Gly Arg Gly Trp Gly Val Arg Thr 
995 1000 1005 

CTG GAG AAG ATT CGC AAG AAC AGC TTC GTC ATG GAG TAC GTG GGA GAG 872 
Leu Glu Lys He Arg Lys Asn Ser Phe Val Met Glu Tyr Yal Gly Glu 
1010 1015 1020 

ATC ATT ACC TCA GAG GAG GCA GAG CGG CGG GGC CAG ATC TAC GAC CGT 920 
lie He Thr Ser Glu Glu Ala Glu Arg Arg Gly Gin lie Tyr Asp Arg 
1025 1030 1035 

CAG GGC GCC ACC TAC CTC TTT GAC CTG GAC TAC GTG GAG GAC GTG TAC 968 
Gin Gly Ala Thr Tyr Leu Phe Asp Leu Asp Tyr Val Glu Asp Val Tyr 
1040 1045 1050 1055 

ACC GTG GAT GCC GCC TAC TAT GGC AAC ATC TCC CAC TTT GTC AAC CAC 1016 
Thr Val Asp Ala Ala Tyr Tyr Gly Asn lie Ser His Phe Val Asn His 
1060 1065 1070 

ACT TGT GAC CCC AAC CTG CAG GTG TAC AAC GTC TTC ATA GAC AAC CTT 1064 
Ser Cys Asp Pro Asn Leu Gin Val Tyr Asn Val Phe He Asp Asn Leu 
1075 1080 1085 

GAC GAG CGG CTG CCC CGC ATC GCT TTC TTT GCC ACA AGA ACC ATC CGG 1112 . 
Asp Glu Arg Leu Pro Arg He Ala Phe Phe Ala Thr Arg Thr He Arg 
1090 1095 1100 
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GCA CGC GAG GAG CTC ACC TTT GAT TAC AAC.ATG CAA GTG GAC CCC GTG J 160 .. 
Ala Gly Glu Glu Leu Thr Phe Asp Tyr Asn Met Gin Val Asp Pro Val 
1105 1110 1115 

GAC ATG GAG AGC ACC CGC ATG GAC TCC AAC TTT GGC CTG GCT GGG CTC 1208 
Asp Met Glu Ser Thr Arg Met Asp Ser Asn Phe Gly Leu Ala Gly Leu 
1120 1125 1130 1135 



CCT GGC TCC CCT AAG AAG CGG GTC CGT ATT GAA TGC AAG TGT GGG ACT 1256 
Pro Gly Ser Pro Lys Lys Arg Val Arg He Glu Cys Lys Cys Gly Thr 
1140 1145 1150 

GAG TCC TGC CGC AAA TAC CTC TTC. TAG CCCTTAGAAG TCTGAGGCCA 1303 
Glu Ser Cys Arg Lys Tyr Leu Phe * 
1155 1160 



GACTGACTGA GGGGGCCTGA AGCTACATGC ACCTCCCCCA CTGCTGCCCT CCTGTCGACA 1363 

ATGACTGCCA GGGCCTCGCC TGCCTCCACC TGCCCCCACC TGCTCCTACC TGCTCTACGT 1423 

TCAGGGCTGT GGCCGTGGTG AGGACCGACT CCAGGAGTCC CCTTTCCCTG TCCCAGCCCC 1483 

ATCTGTGGGT TGCACTTACA AACCCCCACC CACCTTCAGA AATAGTTTTT CAACATCAAG 1543 

ACTCTCTGTC GTTGGGATTC ATGGCCTATT AAGGAGGTCC AAGGGGTGAG TCCCAACCCA 1603 

GCCCCAGAAT ATATTTGTTT TTGCACCTGC TTCTGCCTGG AGATTGAGGG GTCTGCTGCA 1663 

GGCCTCCTCC CTGCTGCCCC AAAGGTATGG GGAAGCAACC CCAGAGCAGG CAGACATCAG 1723 
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AGGCCAGACT GCCTAGCCCG ACATGAAGCT GGTTCCCCAA CCACAGAAAC TTTGTACTAG 1783 

TGAAAGAAAG GGGTCCCTGG CCTACGGGCT GAGGCTGGTT TCTGCTCGTG CTTACAGTGC 1843 

TGGGTAGTGT TGGCCCTAAG AGCTGTAGGG TCTCTTCTTC AGGGCTGCAT ATCTGAGAAG 1903 

TGGATGCCCA CATGCCACTG GAAGGGAAGT GGGTGTCCAT GGGCCACTGA GCAGTGAGAG 1963 

GAAGGCAGTG CAGAGCTGGC CAGCCCTGGA GGTAGGCTGG GACCAAGCTC TGCCTTCACA 2023 

GTGCAGTGAA GGTACCTAGG GCTCTTGGGA GCTCTGCGGT TGCTAGGGGC CCTGACCTGG 2083 

GGTGTCATGA CCGCTGACAC CACTCAGAGC TGGAACCAAG ATCTAGATAG TCCGTAGATA 2143 

GCACTTAGGA CAAGAATGTG CATTGATGGG GTGGTGATGA GGTGCCAGGC ACTAGGTAGA 2203 

GCACCTGGTC CACGTGGATT GTCTCAGGGA AGCCTTGAAA ACCACGGAGG TGGATGCCAG 2263 

GAAAGGGCCC ATGTGGCAGA AGGCAAAGTA CAGGCCAAGA ATTGGGGGTG GGGGAGATGG 2323 

CTTCCCCACT ATGGGATGAC GAGGCGAGAG GGAAGCCCTT GCTGCCTGCC ATTCCCAGAC 2383 

CCCAGCCCTT TGTGCTCACC CTGGTTCCAC TGGTCTCAAA AGTCACCTGC CfACAAATGT 2443 

ACAAAAGGCG AAGGTTCTGA TGGCTGCCTT GCTCCTTGCT CCCCCACCCC CTGTGAGGAC 2503 

TTCTCTAGGA AGTCCTTCCT GACTACCTGT GCCCAGAGTG CCCCTACATG AGACTGTATG 2563 
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CCCTCCTATC AGATGCCAGA TCTATGTGTC TGTCTGTGTG TCCATCCCGC CGGCCCCCCA 2623 
GACTAACCTC CAGGCATGGA CTGAATCTGG TTCTCCTCTT GTACACCCCT CAACCCTATG 2683 
CAGCCTGGAG TGGGCATCAA TAAAATGAAC TGTCGACTGA AAAAAAAAA 2732 



(2) BS?IJfH§- : 4 Oft® : 

(A) g$ : 418 75 

(d) h#n;>- : mm 

(ii)$HF©«£: 

Cximn : mym^ 4 : 

Met Ala Glu Asn Leu Lys Gly Cys Ser Val Cys Cys Lys Ser Ser Trp 
15 10 15 

Asn Gin Leu Gin Asp Leu Cys Arg Leu Ala Lys Leu Ser Cys Pro Ala 
20 25 

Leu Gly lie Ser Lys Arg Asn Leu Tyr Asp Phe Glu Val Glu Tyr Leu 
35 40 45 

Cys Asp Tyr Lys Lys He Arg Glu Gin Glu Tyr Tyr Leu Val Lys Trp 
50 55 60 

Arg Gly Tyr Pro Asp Ser Glu Ser Thr Trp Glu Pro Arg Gin Asn Leu 
65 70 75 80 
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Lys Cys Val Ar£ lie Leu Lys Gin Phe His Lys Asp Leu Glu Arg Glu 
85 90 95 



Leu Leu Arg Arg His His Arg Ser Lys Thr Pro Arg His Leu Asp Pro 
100 105 110 

Ser Leu Ala Asn Tyr Leu Val Gin Lys Ala Lys Gin Arg Arg Ala Leu 
115 120 125 

Arg Arg Trp Glu Gin Glu Leu Asn Ala Lys Arg Ser His Leu Gly Arg 
130 135 140 

He Thr Val Glu Asn Glu Val Asp Leu Asp Gly Pro Pro Arg Ala Phe 
145 150 155 160 

Val Tyr He Asn Glu Tyr Arg Val Gly Glu Gly lie Thr Leu Asn Gin 
165 170 175 

Val Ala Val Gly Cys Glu Cys Gin Asp Cys Leu Trp Ala Pro Thr Gly 
180 185 190 

Gly Cys Cys Pro Gly Ala Ser Leu His Lys Phe Ala Tyr Asn Asp Gin 
195 200 205 

Gly Gin Val Arg Leu Arg Ala Gly Leu Pro He Tyr Glu Cys Asn Ser 
210 215 220 

Arg Cys Arg Cys Gly Tyr Asp Cys Pro Asn Arg Val Val Gin Lys Gly 
225 230 235 240 
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lie Arg Tyr Asp Leu Cys lie Phe Arg Thr Asp Asp Cly Arg Gly Trp 
245 250 255 



Gly Val Arg Thr Leu Glu Lys He Arg Lys Asn Ser Phe Val Met Glu 
260 265 270 

Tyr Val Gly Glu lie lie Thr Ser Glu Glu Ala Glu Arg Arg Gly Gin 
275 280 285 

He Tyr Asp Arg Gin Gly Ala Thr Tyr Leu Phe Asp Leu Asp Tyr Val 
290 295 300 

Glu Asp Val Tyr Thr Val Asp Ala Ala Tyr Tyr Gly Asn lie Ser His 
305 310 315 320 

Phe Val Asn His Ser Cys Asp Pro Asn Leu Gin Val Tyr Asn Val Phe 
325 330 335 

He Asp Asn Leu Asp Glu Arg Leu Pro Arg He Ala Phe Phe Ala Thr 
340 345 350 

Arg Thr He Arg Ala Gly Glu Glu Leu Thr Phe Asp Tyr Asn Met Gin 
355 360 365 

Val Asp Pro Val Asp Met Glu Ser Thr Arg Met Asp Ser Asn Phe Gly 
370 375 380 

Leu Ala Gly Leu Pro Gly Ser Pro Lys Lys Arg Val Arg He Glu Cys 
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385 390 395 • 400 

Lys Cys Gly Thr Glu Ser Cys Arg Lys Tyr Leu Phe * 
405 410 

(2) : 5 (Dim ■ 

(A) fi£ : 489 i£S*t 

(B) M : 2 9 V** F 
(©«:-*« 

(D) h*P5>-:WMK 
(iUa^SJS : cDNA to mRNA 
(lli)'W #-fer-<f -fifr : No 
(iv)T>f-{?VX : No 

(A) : t h 

CO mm<omm. ■. B-ceii 

(A) %M/*- : CDS 
CB) #£ffeK:l.. 341 

(ix)4$* : 

(A) : /^#W-f *A*3- Kffitt 

(B) #ftftg:342..489 
(xi)ffi?<J : : 5 : 

A CTC ACC TGT GGG GCC TCA GAG CAC TGG GAe TGC AAG GTG GTT TCC 46 
Leu thr Cys Gly Ala Ser Glu His Trp Asp Cys Lys Val Val Ser 
15 10 15 
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TGT AAA AAC TGC AGC ATC CAG CGT GGA CTT AAG. AAG CAC CTG CTG CTG 94 
Cys Lys Asn Cys Ser lie Gin. Arg Gly Leu Lys Lys His Leu Leu Leu 

• 20 25 30 

GCC CCC TCT GAT GTG GCC GGA TGG GGC ACC TTC ATA AAG GAG TCT GTG 142 
Ala Pro Ser Asp Val Ala Giy Trp Gly Thr Phe He Lys Glu Ser Val 
35 40 45 

CAG AAG AAC GAA TTC ATT TCT GAA TAC TGT GGT GAG CTC ATC TCT CAG 190 
Gin Lys Asn Glu Phe He Ser Glu Tyr Cys Gly Glu Leu He Ser Gin 
50 55 60 

GAT GAG GCT GAT CGA CGC GGA AAG GTC TAT GAC AAA TAC ATG TCC AGC 238 
Asp Giu Ala Asp Arg Arg Gty Lys Val Tyr Asp Lys Tyr Met Ser Ser 
65 70 75 

TTC CTC TTC AAC CTC AAT AAT GAT TTT GTA GTG GAT GCT ACT CGG AAA 286 
Phe Leu Phe Asn Leu Asn Asn Asp Phe Val Val Asp Ala Thr Arg Lys 
80 85 90 95 

GGA AAC AAA ATT CGA TTT GCA AAT CAT TCA GTG AAT CCC AAC TGT TAT 334 
Gly Asn Lys He Arg Phe Ala Asn His Ser Val Asn Pro Asn Cys Tyr 
100 105 110 

GCC AAA G GTGAGTCCCA GTAACCTGGG AGGTGGGGTG GGGGATGGAT GCCTCTTTAC 391 
Ala Lys 

TGTGATTTCC ATTCGTTGTT GAACATTTTC CTTAGCTGAG CTATCTTTTG . 441 
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TCCAAAGATA ATCATGATTA ATATCTGGTA TCATTTTAGG CCCCTCTC. 



(2) m?m% : 6 axm ■. 

(A) g£ : 113 7 5 7$ 

(B) m-.TzJWL 

(D) r-tfn^-riJItf 

(B) WEITBRES MERKMAL: Teilsequenz, Homologie zu SEQ ID NO. 
(xi)ie^J : m^m^r : 6 : 

Leu Thr Cys Gly Ala Ser Glu His Trp Asp Cys Lys Val Yal Ser Cys 
1 5 10 15 

Lys Asn Cys Ser He Gin Arg Gly Leu Lys Lys His Leu Leu Leu Ala 

20 . . 25 30 

Pro Ser Asp Val Ala Gly Trp Gly Thr Phe He Lys Glu Ser Val Gin 
35 40 45 

Lys Asn Glu Phe He Ser Glu Tyr Cys Gly Glu Leu He Ser Gin Asp 
50 55 60 

Glu Ala Asp Arg Arg Gly Lys Val Tyr Asp Lys Tyr Met Ser Ser Phe 
65 70 75 80 

Leu Phe Asn Leu Asn Ash Asp Phe Val Val Asp Ala Thr Arg Lys Gly 
85 90 95 
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Asn'Lys He Arg Phe Ala Asn His Ser Val Asn Pro Asn Cys Tyr Ala 
100 105 110 



Lys 



(2) m?m^: KDfim: 

(A) : 20 

(B) W. : * ? U*?- K 

(o m : -*m 

(d) h#w~ -.m&vt 

Q'Oft^OWM. : DNA 
(iiiWtf-fe7M#.rt/ : No 
(iv)7>'5 L -{r>X : No 
(ix)#f: : 

AATTCTCGAG CTCGTCGACA 20 



(2) BB?iJ#t : 8 (DtilM : 

(A) g£ : 31 

(B) M: ??\s*?V 
(0 « : 

(D) h*DS?- rit^tt 
(ii)^©a«:DNA 
(iiiWtf-fe-r-r : No 
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(iv)T>^-fe>X : No 

(xi)K3HJ : %&m^ : 8 : 
ACTGAATTCG GCTGGGGCAT CTTTCTTAAG G 31 



(2) : 9 omn = 

(A) 52? : 31 tt£ft 

(B) 9: 2?l/*^K 
■(C) « : -** 

(D) >*D5?-:ifttttt 

OiiW#-l?x*rtVl/: No 
(iv)7>f , «bi'X: No 

(xi)KI| : WPmn : 9 : 
ACTCTAGACA ATTTCCATTT CACGCTCTAT G 31 



(2) mm^ : i o corns. 

G)B3BJ«D«f« : 

(A) : 30£&*t 

(B) m : J V U*7 K 

(C) £ : -*« 

(D) h*py-:SMftR 
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(iiiVW#-tr7V rt^l/: No 
(iv)7>f-tryx : No 
(ix)4«R : 

• (xi)@e^ij : mm^ : 1 0 : 

ATATAGTACT TCAAGTCCAT TCAAAAGAGG 



(2) : 1 1 : 

(i)E9"JCD#S: : 

(A) £3 : 29 «g*J 

(B) & : 5 ? U*?- K 

cc) & : -*m 

(D) h*D5>-:iB«« 
(iO»TO«a: DNA 
(iii)'W#-fef--f fifr: No 
(lv)T>f"fe>X : No 
(ix)4Mk: 

(xi)Be^iJ : BOT#5 : 11 : 
CCAGGTACCG TTGGTGCTGT TTAAGACCG 



[HI] 



F7H? -1 wXKGttS£&WGtiSKf^SSXI&ttQt£3SVStt'&t*£& s ^^^*t ;S0 
t^-nt . i • . 1 1 1 I 1 1 • • • I I 5 

E ( 2 ) -1 ^...WSW*!™™^^ 

51 ERTXIUIQE^QSRIQPVHnTSVSSLREiRECSVTSDLDFP. .TQVIPL 98 
• l I I • . . I . I 1 1 "I • I I ! 

46 HNVQDLYCESKVHQAKETO . . . . P P*TOCVKBM^SYNGIPSGPQSVPI 91 

99 KTllttVArWsWSPLQQmra^ 148 

• in -i ii. 1. 1 iiiiiiniiiiiiiiiiniiii.ii.ini 

178 

149 XIKNYDGKVHGDBECGFIKDEIFVELVKAI. 

i4 2 i^^^^^ » 

» * 

119 GQWDDDDDDTX5DDPE EKEEKQKDLED H 206 

I'll* | : . I . I I : . I • • 1 1 • I 

192 TEPlAKSKQGEDDGWDVDRDCESPt4SI£KXESKGDIiTDVEKKETEBBVE 241 

207 RDDKESraprc rPSDKIFlAIS^DKGTAE^KyKELTE 249 

II.. II MIL II I I UK I I MM Mil 
242 TmADVKPXVZEVKDKI^FPMIIFQAtSANFPDKCTAQI^KIlKrlELTE 291 

250 QQ I^G^P^NIDGPNMS-/Q^QSI^PHT1^^^LHPP 299 

•i : i. mii ii ii .i-ii ■ i imi immi Mill-* 

300 . . RATP NTYKRKNTETAIOKK^^I' QHLEGRKETAAALTAERIK'rP P 347 
II it II: .1 ..II: M "III II "II 

341 J. .„^rs^^,^^r-^rrf=^=S5V>^TDGMKEKIAA. . . .DSKTPP 396 
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348 KSP GGREKGB1SNNS SKPSTPTINVI£SKDTDSDR£AGTETGGENIIDKEE 397 . 

• ,:.:..|:.. .:.t.« • I • I : « 

87 IDSCNE&SSEDSHDSNSQFSHKDTOH 412 

. . * 

398 EEKKDET.SSSSEAHSRCQipiKMKPHIEPPEHVEWSGSEASMFRVLIGr 446 

|. |1- l.| . ... : . 1 1 ... S I |.||»..«»lll • 

413 ENSKDNGLTVHSAAVMrKSimGt^ITSTQCV.OTGADQALYRVK-KV 461 

• 

4 47 YYPNS$j&I AKLI G TK^RQVYEFRVKSSS 1 1 ftP APAEPVP.TP? RftKKRKH 496 

I I- II I I : i 1 1 II Ml II I 1 1 a- : 11I MHM 8 

4 62 *iiw^IM^TK^ 511 

497 raHWU^IQI^C^^ 546 
til. 1111111111:11111111 Mill 'HI •-•l* •^JH 11 

t • • 

547 ^S*©3N^c£^C^^E^V^ 596 

|Tm t « 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 i !M1 1 1 1 1 » lli » 1 iJL^iei InA^T ki n 

646 
660 
696 
710 
746 
760 



597 KNY^NCSIQRGSKKHLLIAH 
.IlllUlj 

611 7KI^0^VCVQKGLHXHLLMAP 3 




75% 



SET 



J 
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[H2] 



Su(var)3-9 
SUV39H 



H 



□ 



Fig. 2 



SET 



635 



412 



43% 



i 

CO 

t — s 
U. 

> 



CO 



X 

CO 

> 

CO 



L . 



MAENISGCSVCCKSSWNQLQDLCE^^ 50 





CAEMEKTVERKQQLYETY 275 



82 CVRILKQFHKDLE^LLRRHHRS33IEEKiDP. SLANYLVQKAKQRRALRR 130 
' |. : . --I -I- 1= I • I t .1. 

277 I AXI TTELEKQLEALP LMEN ITVAEVD A'TCIP LKLQ I DLI LIA QYRAAG SR 326 

131 WEQE IiHAKRSHLGR . . . . V IT 146 

327 SQ^PQKIGEWOJCSMQIKMtQSVIU^^ 376 

147 VZNEVDLDGPPRAFYYINEYKVGEGITLKQVA .VC^^DCLWAPTWgg) 195 

M I : : I 1 1 - . . ♦ 1 : 1 1 : : : j . : . : . : I IMs . • I : : . 
377 VENN ID£DT I DSNFKnHDNI I GKDVPKPEAG IVC@^grEDTEECTAS TK 426 

- 

196 PGASL..HKFAYlTOOG.QViaJUGI^IY^SI@^y^NRVVQlCGIU 242. 

.•!.: • 111: . -sllltl UHllllMi .1-IWM • 
427 (gg^OTAGEl^AYERSTRM^ 476 
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Fig. 3 
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Fig. 4 
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m 
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5] 



C26 
YHR 



Fig. 5 



E|>) SDIASSSlFL KESAQKMEPI Sj^C^J^SQ DE^MfGK^I DK..XMCSFL 50 
EZH2 SDVASwllFI KDPVQKHEFI Sj|6cisi|sQ DEApFjjjGKy^ OK. .tMCSFI. 

m in 11 1 

HEX SPIHC^LTC KRNIDAGEMV ISYA»JV2BS IQroKR2KX| DSKGIG.CYM 

trx SHIhSS&YC.TKDXBAGEMV XflMMtS IL^l^ER^I DSRGIG.CYM 

. . E2£i£ ' ™-r f^T?U*vin)p ririrrtipva^ FWBfTTftSSYT. 



SU3-9 ANGsi^VRA ATALRKGEFV C^|fcl|TS DE#«^GK^ DDNG..RTYL 

SUV39H DDGRUVRT IXK3RKNSFV ^V^lfPS EE§fel|pQ3| DRQG . . ATTfL 

G9a TAKM^VRA LQTIPQGTFI cpviSELfSD AEpD||-V.| .RED. .DSYL 

KG-1 TQNX§i!lRC LDDIAKGSFV C&NRlfrD DFM>KlGL.i .EMG..DEYF 



E(2) 
E2H2 

HRX 
trx 
C26 
TOR 



NDFWgft^TRK |iKI5#®5 




DSEVVI^TMH 
DNLV^IMR 
LKHVipiTKR 
ENTVlftrKK- 



Su3-9 fbl|>YNTAQD 

SUV39H |Dl||r...VE 

G9a £dl0NK. .DG 

KG-1 &I&I..ES 





Il^CYAKvM MVTGDH. 
VlilCYAKVM MVNGDH. 



CEPSCYSRVI 



mm 

SEYTlff " 
DVYTVpEftYY 
EVYCllfkYY 



m Mm 

SKISH|Ig9$ 
p|zSH|v|i3 
|||lSR|l|iL 

" is 



CE||CYSKVV 
C#§CYAKVL 
CDpCTAKII 

V 

CDgttLAVFPC 

cd|i|lqvynv 
cdSjIiipvrv 

CSllLFVQNV 



NIDGQK 

DILGHK 

TIEGEK 

KVGGRR. . . . 

WIEHLNVALP 
FIDNLDERLP 
FMLHQDLRFP 
FVDTHDLRFP 



EZH2 

HRX 
trx 
C26 
YHR 

Su3-9 
5UV39H 
G9a 
KG-1 



:.«>- 

i§ ' 

M 



Q^|^Ffg 



.RYGPTEQL K. 
. RYSQADAL K. 



.YVGI 



EREMEIV* 
SREMEIP* 
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.KFPIE.DA SNKLPCNCGA KKCRKFLN* 
.KFPFE.D. .EKIPCS(XS KRCRKYLN* 
.KFPIE... DDKIDCLC|a KTCRGYLN* 
.KFEREKDD EERLPCLClk PNCXGFLN* 



. IRftDNEDVP YENLSTA. 
NMQVDPVDME STRMDSK 
GDRFW..DIK SF 
NYEVG..SVE GKEI 




AGLPGSPKKR 
EKCKHSAEAI 
XECR 



E(z> 
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HRX 
trx 
26 
YHR 



Su3-9 VRVECRCGRD NCRKVLF* 

SUV39H VRIECXCGTE SCRKYLF* 

G9a ALEQSRIARL DPHPELLPEL G5LPPVNT* 

KG-1 GRLL* 
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Fig. 6/1 

EZH2 ^3 : 2600bp (i-ii'tfz 90-2330) 

1 AGGCAGTGG AGCCCCGGCGGCGGCGGCGGCGGCGCGCGGGGGO^CGCGCGGGAACAACG 6 0 

61 CGAGTCGGCGCGCGGGACGAAGAATAATCATGGGCCAGACTGGGAAGAAATCTGAGAAGG 120 

MGQTGKKSE KG 

12 1 GACCAGTTTGTTGGCGGAAGCGTGTAAAATCAGAGTACATGCGACTGAGACAGCTCAAGA 180 
P VCWR KRVKS E Y M RL RQL K R 

18 1 GGTTCAGACGAGCTGArGAAGTAAAGAGTATGTTTAGTTCXAATCGTCAGAAAATTTTGG 24 0 
FRRADEVKSMFSSNRQKILE 

241 AAAGAACGGAAA7CTTAAACCAAGAATGGAAACAGCGAAGGATACAGCCTGTGCACATCC 300 
RXfilLHQBHKQRRIQPVKIX* 

301 TGACTTCTGTGACCrCATTGCGCGGCACTAGGGAGTGTTCGGTGACCAGrGACTTGGATT 360 
T5VSSLRGTRECSVTSDLDF 

361 TTCCAACACAAGTCATCCCATTAAAGACTCTGAATGCAGTTGCTTCAGTACCCATAATGT 420 
P T Q V Z P - I» K T L N A V A S V P I M Y 

4 21 ATTCTTGGTCTCCCCTACAGCAGAATTTTATGGTGGAAGATC AAACTGTTTTACATAACA 480 
S W S P IiO Q H F M V EDE TV LHN I 

481 TT CCTTAT ATGGG AGATG AAGTT ITAGATCA.GG ATGGTACT T T CAT TGAAG AAC T AATAA 540 
PY. MGDE VLDQ DGTFIEELIK 

541 AAAATTATGATGGGAAAGTACACGGGGATAGAGAATGTGGGTTTATAAAtGATGAAATTT 600 
NYDGK VH GDRE CGFINDEIF 

60 1 TTGTGGAGrTGGTGAATGCCCTTGGTCAATATAATGATG ATGACGATGATGATGATGGAG 660 
VELV NALGGY. NDDDDDDDGD 

661 ACGA7CCTGAAGAAAGAGAAGAAAAGCAGAAAGATCTGGAGGATCACCGAGATCATAAAG 720 
DP E £ R £ E KQKOLEDH RD DKE 
• . . • • • 

721 AAAC^CGCCC^CCTCGGAAATTTCCTTCTGATAAAATTTTTGAAGCCATTTCCTCAAXGT 780 
SR PPRKFP S DKIFEAISSMF 

781 TTCCAGATAAGGGCACAGCAGAAGAACTAAAGGAAAAATATAAAGAACTCACCGAACAGC 640 
P D KGTAEELKEKYKELTEQQ 

841 AG CTCCCZGGCCCJLCTTCCTCC TGAATGT ACCCC C AAC ATAGATGG ACC AAATGCT AAAT 900 
LPGALPPECTPNIDGPNAKS 

* • • • * 

901 C TGTTCAGAG AG AGC AAAGCT T ACACTCCTTTCATACGCTTTTCTG TAGGCGA7 GTTT T A 960 
VQREQSLHSFHTLFCRRCFK 

- - 

961 AATATGACTGCTTCCTACATCCTTTTCATGCAACACCCAACACTTATAAGCGGAAGAACA 1020 
YDCFLHP FH ATPKTYKR KMT 

• • • • 

1021 CAGAAAC AGCT CTAG ACAACAAACCTTGTGGAC CACAGTGTT ACCAGCATTIGG AGGG AG 1080 

etaldn'kpcgp QCYQHLEGA 

1081 CAAAGCAGTTTGCTGCtCCTCTCACCCXTCAGCCGATAAAGACCCCAtCAAAACGTCCAG 114 0 
K E F A A A 1# T 'A £ -R I K T P PKRPC 
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Fig. 6/2 



. . • ♦ • . 

1141 GAGGCCGCAG AAGAGGACGGCTTCCCAAT AACAG T AGC ACX3 C CCAGCACCCCCACCATT A 1200 
G RRRG RL-F'N N S 5 RP S T P T I N 

• • • 

1201 ATG TGC TGGAATCAAAGGATACAGAC AGTGAT AGGGAAGCAGGGACTGAAACGGGGGGAG 1260 
VLESKDTD SDREAGTETGGE 

1261 AGAAC AATGATAAAGAAG AAGAAGAGAAGAAAGATGAAACT TCGAGCTCC TCTGAAGCAA 1320 
NNDKESEEKKDETSSSSZAN 

1321 ATTCTCGGTGTOUUlCACaUlTAAAGATGAAGCCAAATATTGAACCTCCTGAG^ 1380 
SRCQTPIKMKPNIEPPENVE 

1381 AGTGGAGTGGTGCTGAAGCCTCAATGrTTAGAGTCCTCATTGGCACTTACTATGACAATT 1440 
WSGAEASMFRVLIGT YYDNF 

1441 TCTGTGCCATTGCTAGGTTAATTGGGACCAAAACArGTAGACAGGTGtATGAGrrTAGAG 1500 
CAIARLIGTKTCRQVYEFRV 

1501 TCAAAGAATC TAGCATCATAGCTCCJU3CTCCCGC TGAGGATGTGC^TACTCCTCXAAGGA 1560 
KES SIIAPAPAEDVDTPPRK 
. " • • • * • 

1561 AAAAGAAGAGGAAACACCGGTTGrGGGCTGCACACTGCAGAAAGATACAGCrGAAAAAGG 1620 
KKRKHRL WAAHCRKIQLKKD 

1621 ACGGCTCCTCTAACCATGTTTACAACTATCA^CCTGTCATCATCCACGGCAGCCTTGTG 168 0 
G3SNHVYNYQPCDHPRQPCD 

• . * * * 

1681 ACAGTTCGTGCCCTTGTGTGATAGCACAAAATTTTTGTGAAAAGTTTTGrCAATGTAGTT 1740 

SSCPC VIAQBFCEKFCQCSS 

1741 CAGAGTGTCAAAACCGCTTTCCGGGATGCCGCTGCAAAGCACAGTGCAACAGCAAGCAGT 1800 
ECQNRFPGCRCKAQCNTKQC 

1801 GCCCGTGCTACCTGGCTGTCCGAGAGTGTGACCCTGACCTCTGTJCTTACrTGTGGAGCCG 1860 
PCYLAVRECDPOLCLTCGAA 

1861 CTGACCATTGGS^CAGTAAAAATGTGTCCTGCAAGAACTGCAGTAtTCAGCGGGGCTCCA 1920 
DHW DS KNVS CKN CS IQRGS K 

1921 AAAAGCATCTATTGCTGGCACCATCTGACGTGGCAGGCTGGGGGATTTTTATCAAAGATC 1980 
KH LLLA P SDVAGWG IF I K D P 

1981 CTGTGCAGAAAAATGAATTCATCTCAGAATACTGTGGAGAGATTATrTCTCAAGArGAAG 2040 
VQKNEFISEYCGEI ISQDEA 

2041 CTGACAGAAGAGGGAAAGTGTATGATAAATACATGTGCAGCTTTCTGTTCAACTTGAACA 2100 
DRRGKVYDKYKCSFLFNLNN 

2101 ATGAT TTTGTGCTGGATGCJtflCCCGCAAGGGTAACAAAATTCGTTTTGCAAAT^ 2160 
DFVVOATRKGNKIRFANRSV 

2161 TAAATCCAAAC7GCTATGCAAAAGTTATGATGGTTAACGGTGATCACAGGATAGGTATTT 2220 
HPNCYAKVMMVNGDHRIGIF 

* • » • • • 

2221 TTGCCAAGAGAGCCATCCAGACTGGCGAAGAGCTGrTTTTTGATTACAGATACAGOCAGG 2280 
AKRAIQTGEELFFDYRY3QA 
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[136] 



Fig. 6/3 



* * * 

228 a CTGATGCCCTGAAGTATGTCGGCATCGAAAGAGAAAIGGAAATCCCT 
DALKYVGISREMEI P* 

2341 CTCCTCCCCCTCCTCTGAAACAGCTGCCTTAGCTTCAG^ 

2401 TTTAGAAJ^GAACATGCACTTTGAAATTCTGAATTTGCAAAG^ 

■> 

2461 ATAGTAATGAGTTTAAAAATCAACTTTTTATTGCCTTCTCACCAGCTGCAAftGTGTTTTG 

2521 TACCAG rGAAT TT T TGCAATAATGCAGTATGGT ACATTT rTCAACTTTGAATAAAGAATA 

-■ • • ■ 

2581 CTTGAACTTGTCAAAAAAAA 2600 
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Fig. 7/1 

SUV39H g£ : 2732bp 45-1284) 



1 TCGCGAG(XCGGCTAGGCCCGAATCTCC7TAGCCGTCGGCAAACATGGCGGAAAATTTAA 60 

M A E H L K 

61 AAGGCTGCAGCGTGTGITGCAAGTCTTCTTGGAATCAGCTGCAG6ACCTZ5TGCCGCCTGG 120 
GCSVCC KSSWNQLQDLCRLA 

121 CCAAGCTCTCCTGCCCTGCCCrCGGTATCTCTAAGAGGAACCTCTATGACTTTGAAGTCG : 1B0 
XLSCPALGISKRNLYDFEVE 
■» • » • • * 

181 AGT ACC T GTG 2 CAT T AC AAC AAG ATCCGCG AAC AGGAAT AT T ACCT CCTC AAATCCCCT G 240 
YLCDYKKIREQEYYLVKWRG 

• » •- • * • 

241 GATATCCAGACTCAGAGAGCACCTGGGAGCCACGGCAGAATCTCAAGTGTGTGCGTATCC 300 
YPDSESTWEP. RQNI>KCVRIL 

301 TCAAGCAGTTCCACAJ^GACTTAGAAAGGGAGCTGCTCCGG 360 
KO rflKDLERELLRRHHRSXT 

361 CCCCCCGGCACCTGGACCCAAGCTTGGCCAACTACCTGGTGCAGAAGGCCAAGCAGAGGC 420 
PRHLDPSLANYLVQKAK QRR 

• ••••• 

421 GGGCGCTCCGTCGCTGGGAGCAGGAGCTC AATGCCAAGCGC AGCCATCTGGGACGCATCA 480 
ALRRWEQELNAKRS. .HLGRIT 

401 CTGTAGAGAATGAGGTGGACCTGGACGGCCCTCCGCGGGCCTTCGrGTACATCAATGAGT 540 
VENEVDLDGPPR AFVY INEY 

541 acegtgtt<^tgacggcat{^ccrcaaccacgtcgct^ 600 
rvgegitlnqva'vgcbcqdc 

m » • " ■ - • • 

601 G TC TG T GGGCACCC ACTGGAGGC t GC TGCCCGG GGGCGTCACTGC AC AAGT TTG CCT ACA 660 
IiHAPTGGCCPGASLHKFAYN 

• • • • • • 

661 ATGACCAGGGCCAGGTGCGGCTTCGAGCCGGGCTGCCCATCTACGAGTGCAACTCCCGCT 720 
DQCQVRLRACLPIYECNSRC 

• • • • 

721 GCCGCTGCGGCTATGACTGCCCAAATCGTGTGGTACAGAAGGGTATCCGATATGACeTCT 78 0 
RC GYD CP MRVVQKGI RY OLC 

781 GCATCTTCCGGACGGATGATGGGCGTGGCTGGGGCGTCCGCACCCTGGAGAAGATTCGCA 840 
I F RT D DGRGW GVRTLE K I RK 

84 1 AGAACAGCT TCGT CATGGAGT AC GTGGGAG AGAT CATT ACCTC AGAGGAGGCAGAGCGGC 900 
NSFVMEY VGEI 2TSEEAERR 
• • • « « 

901 GGGGCCAGATCTACGACCGTCAGGGCGCCA(XTACCTCTTTGACCTGGACTACGTGGAGG 960 
GQIYDRQGAT YLFDL .DYVED 

961 ACGTGT ACACCGT CGATGCCGCCrACTATGGGAACATCTCCCACTT TGT C AACCACAG7T 1020 
VYTVDAAYYGN ISHFVNHSC 

102 1 GTGACCCCAACCTGCAGGTGTACAACGTCTTCATAGACAArc 1080 
D P N LQV.Y N V F 1DN L D E RL P R 

• • • • • • 

1081 GCATCGCTTrCTTTGCCACAAGAACCATCCGGGCAGGCGAGGAGCT^CCrTTGATTACA 1140 
XAFFAT RTIRA GEELTFDYN 
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Fig. 7/2 



1141 ACATGCAAGTGGACCCCGTGGACATGGAGAGCACCCQCATGGACTCCAACTTTGGCCTGG 
MQVDPVDMESTRMDSKFGLA 

• • • • • 

1201 CTGGGCTCCCTGGCTCCCCTAAGAAGCGGGTCCGTATTGAATGCAAGTGTGGGACTGAGT 
GLPGSPKKRVRIECKCGTES 

• » * * • " 
1261 CCTGCCGCAAATACCTCTTCTAGCCCTIAGAAGTCTGAGGCCAGACTGACTGAGGGGGCC 

C R K Y L F * 

1321 TGAAGCTACATGCACCTCCCCCACTGCTGCCCTCCTGrCGAGAATGACTGCCAGGGCCTC 

1381 GCCTGCCTCCACCiraCCCCACCTGCTCCT^ 

• ••••• 
1441 GTGAGGACCGACTOCAGGAGTCCCCTTTCCCTGTCCCAGCCCCATCTGTGGGTTGCACTT 

• ••••• 
1501 ACAAACCCCCACCCACCTTCAGAAATAGTrTTTCAACATCAAGACTCTCTGTCGTTGGGA 

• « • • • • 
1561 TTCATGGCCTATTAAGGAGGTCCAAGGGG 

• ••*>• 
1621 TTTTTGCACCTGCTTCTGCCTGGAGATTGAGGGGTCTGCTGCAGGCCTCCTCCCTGCTGC 

1681 CCCAAAGGT ATGGGCaUlGCAACr CCA*^ 

t m m * • • 

1741 CCGACATGAAGCTGGTTCCCCAACCACAGAAACTTTGTACTAGTGAAAGAAAGGGGTCCC 

mm* • • • 

1801 TCGCCl!ACGGGCTGAGGCTGGTTTCTGCTCGTGCTTACAGTGCTCGGTAGTCTrGGCCCT 

1861 AAGAGCTGTAGGGTCTCTrCTTCAGGGCTOCATATCTGAGAAGTGGATGC 

• • • • • • 
1921 C rGGAAGGGAAGTGGGTGTCCATGGGC CACTGAGCAGTGAGAGGAAGGC AGTGCAGAGCT 

198 1 GGCCAGCCCTGGAGGTAGGCrGGGACCAAGCTCTGCCTTCACAGTGCAGTGAAGGTACCT 

• • • • • • 
204 1 AGGGCTCTTGGGAGCTCTGCGGTTGCTAGGGGCCCTGACCTGGGGTGTCA7GACCGCTGA 

2101 CACCACTCAGAGCTGGAACCAAGATCT AGATAGTCCGTAGATAGCACTTACGACAAGAAT 

• »••»• 
2161 GTGCATTGATGGGGTGGTGATGAGGTGCCAGGCACTAGGTAGAGCA 

2221 ATTGTCTCAGGGAAGCCTTGAAAACCACGGAGGTGGATGCCAGGAAAGGGCCCATGTGGC 

• • • • • • 
2281 AGAAGGCAAAGTACAGGCCAAGAATTGGGGGTGGGGGAGATGGCTTCCCCACTATGGGAT 

» - • • • ■ • 

» • ■ « » • 

2401 AOCCTGGTTOCACTGGrCTCAAAAGTCACC?GCCTACAAATGTACAAAAGGCGAAGGTTC 

• • • • » • 
2461 TGATGGCTGCC7TGCTCCTTGCTCCCCCACCCCCTGTGAGGACTTCTCTAGGAAGTCCTT 

2521 CCTGACTACCTGTGCCGAGAGTGCCCCTACATGAGACTGTATGCCC7GCTATCAGATGCC 

m • - • • » 

2641 GGACTGAATCTGCTTCrcCTCTTCrACACCCCTCAACCCTATGCAGCCTGGAGTGGGCAT 
2701 CAATAAAATGAACTGTCGACTGAAAAAAAAAA 2732 



1200 



1260 



1320 
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Fig. 8 



• • * 

1844 TCTTACTTGTGGAGCCGCIGACCATTGGGACAGTAAAAATGTGTCCTGCA 1893 

ii ii inn 1 1 1 i ii ii mini in ii inn . i 

1 ACTCACCTGTGGGGCCTCAGAGCACTGGGACTGCAAGGTGGTTTCCTGTA 50 

» • • • • 

1894 AGAACTGCAGTATTCAGCGGGGCTCCAAAAAGCATCTATTGCTGGCACCA 1943 

I ill I llll II I MM II II Mill II Ml MIT M 
51 AAAACTGCAGCATCCAGCGTGGACTTAAGAAGCACCTGCTGCTGGCCCCC 100 

• • • • . V .T... 

194 4 TCTG ACGTGGCAGGCTGGGGG ATTT.T-T ATCAAAGATCCTGTGCAG AAAAA 19 93 

inn Din p'fnjiVi n n t fj n innmn IR: 

101 TCTGAT^GGCCGGATGGGGCACCT TC ATAAAGGAG TCTGTGC AGAAGAA . 150 
19 94 : ?GAATTCATCTCAGAATACTC 20 43 

j 1 1 1 it n r n iisiuiiiii in i n inn tun mi 

1 5 l^GAATTCATTICTGAAT ACTGTGGTGAGCTCATCTCTCAGGATGAGGCTG : 200 
2044 ACAGAAGAGGGAAAGTGTATGATAAATACATGTGCAGCTTTCTGTTGAAC 2093 

i ni ;jf n. n nni ninnm mm iv mitj 

201 ATCGACGCGGAAAWTCTATGACAAATAC^TGTCCA 
2094 ITGAACMiMsiT^^ 2143 

i m 1 1 m n m t in i n n i i it 1 1 n inn mm 

251 CTCAATAATGATTTTGTAGTC3GATGCTACTCGGAAAGGAAACAAAATTCG 300 
2144 TTTTGCAAATCATXQG^ * . ATGAT 2191 

iiiiiiiuiiiu irmii inn nm mm \ 

301 ATTTGCAAATCATO^GTGMTC^ 350 

2192 GGTrrAACGGTGATCACAGGATAGGTATTTTTGCCAAGAGAGC» 2241 

M 1 I i If I M i l <HII I ll 

351 ACTAACCTGGGAGGIGGGGTGGGGGATGGATGCCTCTTIACTGTGATTTC 400 

2242 CTGGCGAAGAGCTGTTTTTTGATTACAGATAWGCCAGGCTGATGCCC^ : 2291 

i n i , ini in, > i i ; :fl 

401 CATTCGTTGTTGAACATTITCCTTAGCTGAGCT^ 450 

. ■• riW; * , , , ^ \- "' 

2292 AAGTATGTCGGCATCGAAAGAGAAATGGAAATCCCTTGA * 2330 

ii hi : t \ \ i nn 

451 AATCATGA^AJ&ATCTGiSM 489 
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